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Appendix I 
 
The next five pages show the specific parts of the DNA electropherograms that 

identified the error in the published sequence of the R subunit of EcoR124I as 

discussed in section 3.3.  
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Figure 1. pET-28bP1P2 DNA sequencing electropherogram.  DNA was sequenced 
using the T7 terminator primer in the reverse direction. 

 
Figure 2.  pCP1005 DNA sequencing electropherogram.  DNA was sequenced 
using the RP8 primer in the forward direction. 
 

* frame-shift from that of published sequence 

* frame-shift from that of published sequence 
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Figure 3:  pBGSR124 DNA sequencing electropherogram.  DNA was sequenced 
using the RP8 primer in the forward direction. 
 
 

 
 
Figure 4:  pET-28bP1P2 DNA sequencing electropherogram. DNA was sequenced 
using T7 terminator in the forward direction. 

* frame-shift from that of published sequence 
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Figure 5:  pET-28bP1P2 DNA sequencing electropherogram. DNA was sequenced 
using RP7 in the forward direction. 
 

 
 
Figure 6:  pCP1005 DNA sequencing electropherogram. DNA was sequenced 
using RP1 in the forward direction. 
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Figure 7:  pCP1005 DNA sequencing electropherogram. DNA was sequenced 
using RP7 in the forward direction. 
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Appendix II 
 
The next 12 pages show the complete DNA sequencing electropherograms for pET-

28bP1P2, pcp1005, pBGSR124 and pUC119/EcoR124INT. 
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pET-28bP1P2 DNA sequencing electropherogram.  DNA was sequenced using the 
T7 promoter primer in the forward direction. 
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pET-28bP1P2 DNA sequencing electropherogram.  DNA was sequenced using the 
primer RP4 in the forward direction. 
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pET-28bP1P2 DNA sequencing electropherogram.  DNA was sequenced using the 
primer RP5 in the forward direction.
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pET-28bP1P2 DNA sequencing electropherogram.  DNA was sequenced using the 
primer RP6 in the forward direction. 
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pET-28bP1P2 DNA sequencing electropherogram.  DNA was sequenced using the 
primer RP7 in the forward direction. 
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pET-28bP1P2 DNA sequencing electropherogram.  DNA was sequenced using the 
primer RP8 in the forward direction. 
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pET-28bP1P2 DNA sequencing electropherogram.  DNA was sequenced using the 
T7 terminator primer RP4 in the reverse direction. 
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pBGSR124 DNA sequencing electropherogram.  DNA was sequenced using the 
primer RP8 in the forward direction. 
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pcp1005 DNA sequencing electropherogram.  DNA was sequenced using the 
primer RP1 in the forward direction. 
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pcp1005 DNA sequencing electropherogram.  DNA was sequenced using the 
primer RP7 in the forward direction. 
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pcp1005 DNA sequencing electropherogram.  DNA was sequenced using the 
primer RP8 in the forward direction. 
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pUC119/EcoR124INT DNA sequencing electropherogram.  DNA was sequenced 
using the T7 promoter primer in the forward direction. 
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pUC119/EcoR124INT DNA sequencing electropherogram.  DNA was sequenced 
using the T7 terminator primer in the reverse direction. 
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Appendix III 
 
The next page shows the molecular mass and extinction coefficients of the subunits 

and complexes of EcoR124INT system. 
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Subunits and complexes 
of EcoR124INT system 

M r  
(Da) 

Extinction coefficient 
(M -1 cm-1) 

S3 24856.3 48485 
M 58013.4 46550 
R 120120.2 98225 

S3/M 82851.7 95035 
(S3/M)2 165685.4 190070 

(S3/M)R1 285787.7 282295 
(S3M)2R2 405890.0 386645 

   
DNA duplex Mr  

(Da) 
Extinction coefficient 

(M -1 cm-1) 
S3-30 18419 574200 

 
 
 
 
 


